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First name   Jan Michael 

Title    Dr. rer. nat. 

Date of birth   31.03.1987 

Nationality   German 

Family status  married, two children (*2018, 2021) 

Current Position since July 2020 Emmy Noether Group Leader 

Philipps-Universität Marburg (UMR) 

   Department of Chemistry, Karl-von-Frisch-Straße 6, 35042 

   Marburg 

phone   +49-(0)-6421-28-22584 

e-mail   jan.schuller@synmikro.uni-marburg.de 

Main research structural biology, bioenergetics, evolution, 

fields   energy conservation, CO2 fixation, photosynthesis 

1. Academic education and qualification 

2012 - 2016  PhD/Dissertation, Chemistry (Dr. rer. nat), Technical University  

  Munich 

2010 - 2011   Visiting Researcher, Laboratory of Molecular Electron Microscopy, 

  Harvard Medical School Center for Molecular and Cellular  

  Dynamics 

  Boston. 

2006 - 2012  Diploma studies Biochemistry, Eberhard Karls University  

  Tübingen 

Professional career 

since 2020  Emmy Noether Group Leader, UMR Department for Chemistry 

2016 - 2020  PostDoc, Department of Structural Cell Biology, MPI for 

Biochemistry 

2. Community Service  



 

3. 3. Prizes, Honors and Community Service  

2023 VAAM (German microbiological society) Research Award  

2022 ERC Starting grant TWO-CO2-One 

2021 Heinz Maier-Leibnitz Price (DFG) – most prestigious junior scientist 

award of the German research society 

2021 Daimler Benz Fellowship 

2020             Board of Directors of SYNMIKRO, UMR 

2020             Member of SYNMIKRO, UMR 

2020             Member of IMPRS-MIC, MPI for terrestrial microbiology 

2020 Emmy Noether grant (DFG), “Structural studies of the prokaryotic carbon 

concentration mechanism.  

2017  Junior Scientist Publication Award, Max Planck Society 
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structure of an SMG1-SMG8-SMG9 complex. Nature Struct. Mol. Biol.  

26(12):1089-1093. 0342-7. 
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